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CRF Problem Report 




The Scientific and Technical Information Center (STIC) experienced a problem 
when processing the following computer readable form (CRF): 

Application Serial Number: 

Filing Date: 0 t(l01?o<>l 

Date Processed by STIC: ^[<\ (qv 



STIC Contact: Mark Spencer, 703-308-4212 
Nature of Problem: 
The CRF (was): 

*/^ (circle one)(^^^^))r Unreadable (for Unreadable, see attached) 
Blank (no fileson CRF) (see attached) 

Empty file (filename present, but no bytes in file) (see attached) 

Virus-infected. Virus name: [ The STIC will not process the CRF. 

Not saved in ASCII text 

Sequence Listing was embedded in the file. According to Sequence Rules, 

submitted file should only be the Sequence Listing. f - 
r - • ' Did not contain a Sequence Listing, (see attached sample) r, 
Other: 



PLEASE USE THE CHECKER VERSION 3.1 PROGRAM TO REDUCE ERRORS. 
SEE BELOW FOR ADDRESS: 

http:/www.uspto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 

a possibility that the disk/CD-Rom may Have been affected by treatment given to all incoming mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 20231 zip code address for, the 

United States Patent and Trademark Office, and instead should be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, V A 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 th Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 1911 South Clark Street, Arlington, VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service , or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 



Revised 01/29/2002 
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PF-0659 USN 

<110> HILLMAN, Jennifer L. 
TANG, Y. Tom 
LU, Dyung Aina M. 
AZIMZAI, Yalda 

<120> Proteins Associated with Circadian Rhythms 

<130> PF-0659 USN 

<140> 09/889,236 
<141> To be assigned 

<150> PCT/US00/01086 
<151> 2000-01-14 

<150> 60/183, 019 
<151> 1999-01-15 

<160> 6 

<17 0> PERL Program 

<210> 1 

<211> 251 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> Incyte ID 

<400> 1 

Met Ala His Arg 
1 

Asp Thr Leu Leu 
Thr Lys Ala Arg 
Glu Gin Gly Phe 
Pro Asn Tyr Gly 
Leu Asp Val Val 
Ala Gin Ala Val 
Ser His Pro Cys 
Leu Arg Glu Cys 
Asn Phe Asp Arg 
Arg Glu His Phe 
Pro Lys Pro Asp 



No: 1581473CD1 



Leu Gin lie Arg Leu Leu Thr Trp Asp Val Lys 
5 10 15 

Arg Leu Arg His Pro Leu Gly Glu Ala Tyr Ala 
20 25 30 

Ala His Gly Leu Glu Val Glu Pro Ser Ala Leu 
35 40 45 

Arg Gin Ala Tyr Arg Ala Gin Ser His Ser Phe 
50 55 60 

Leu Ser His Gly Leu Thr Ser Arg Gin Trp Trp 
65 70 75 

Leu Gin Thr Phe His Leu Ala Gly Val Gin Asp 
80 85 90 

Ala Pro lie Ala Glu Gin Leu Tyr Lys Asp Phe 
95 100 105 

Thr Trp Gin Val Leu Asp Gly Ala Glu Asp Thr 
110 115 120 

Arg Thr Arg Gly Leu Arg Leu Ala Val lie Ser 
125 130 135 

Arg Leu Glu Gly lie Leu Gly Gly Leu Gly Leu 
140 145 150 

Asp Phe Val Leu Thr Ser Glu Ala Ala Gly Trp 
155 160 165 

Pro Arg lie Phe Gin Glu Ala Leu Arg Leu Ala 



1 
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170 175 180 

His Met Glu Pro Val Val Ala Ala His Val Gly Asp Asn Tyr Leu 

185 190 195 

Cys Asp Tyr Gin Gly Pro Arg Ala Val Gly Met His Ser Phe Leu 

200 205 210 

Val Val Gly Pro Gin Ala Leu Asp Pro Val Val Arg Asp Ser Val 

215 220 225 

Pro Lys Glu His lie Leu Pro Ser Leu Ala His Leu Leu Pro Ala 

230 235 240 

Leu Asp Cys Leu Glu Gly Ser Thr Pro Gly Leu 

245 250 



<210> 2 
<211> 217 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2267905CD1 



<400> 2 

Met Ser Cys Ala Gly Ala Ala Ala Ala Pro Arg Leu Trp Arg Leu 
15 10 15 

Arg Pro Gly Ala Arg Arg Ser Leu Ser Ala Tyr Gly Arg Arg Thr 
20 25 30 

Ser Val Arg Phe Arg Ser Ser Gly Met Thr Leu Asp Asn lie Ser 
35 40 45 

Arg Ala Ala Val Asp Arg lie lie Arg Val Asp His Ala Gly Glu 
50 55 60 

Tyr Gly Ala Asn Arg lie Tyr Ala Gly Gin Met Ala Val Leu Gly 
65 70 75 

Arg Thr Ser Val Gly Pro Val lie Gin Lys Met Trp Asp Gin Glu 
80 85 90 

Lys Asp His Leu Lys Lys Phe Asn Glu Leu Met Val Met Phe Arg 
95 100 105 

Val Arg Pro Thr Val Leu Met Pro Leu Trp Asn Val Leu Gly Phe 
110 115 120 

Ala Leu Gly Ala Gly Thr Ala Leu Leu Gly Lys Glu Gly Ala Met 
125 130 135' 

Ala Cys Thr Val Ala Val Glu Glu Ser lie Ala His His Tyr Asn 
140 145 150 

Asn Gin lie Arg Thr Leu Met Glu Glu Asp Pro Glu Lys Tyr Glu 
155 160 165 

Glu Leu Leu Gin Leu lie Lys Lys Phe Arg Asp Glu Glu Leu Glu 
170 175 180 

His His Asp lie Gly Leu Asp His Asp Ala Glu Leu Ala Pro Ala 
185 190 195 

Tyr Ala Val Leu Lys Ser lie lie Gin Ala Gly Cys Arg Val Ala 
200 205 210 

lie Tyr Leu Ser Glu Arg Leu 
215 



<210> 3 



2 



PF-0659 USN 



<211> 1294 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1581473CB1 



<400> 3 

ttctgcgtca ggtccgggct cctggacttc gcctttcccg agccctggag gtggggagaa 60 
aaggttcacc aatttttaaa atccaaatat atctcatggt acagtggaag aactggccag 120 
agagtctgga agtttgggtt ctggtcctgg ctgtgccact gactcactgt gaccttggga 180 
tcttgtgctg tgaagacatt tcccaagtgc ttcatgttag ccagcaaatc tgacccacaa 240 
ggcctggaaa gaggtgattg ttaggttgcg cagaggtggt cttatccagc tcagcttccc 300 
ctgggaccca ccgtgggacc tgaggcagaa ctggggtgga cttggcctcc tccatggcac 3 60 
accggctgca gatacgactg ctgacgtggg atgtgaagga cacgctgctc aggctccgcc 420 
accccttagg ggaggcctat gccaccaagg cccgggccca tgggctggag gtggagccct 480 
cagccctgga acaaggcttc aggcaggcat acagggctca gagccacagc ttccccaact 540 
acggcctgag ccacggccta acctcccgcc agtggtggct ggatgtggtc ctgcagacct 600 
tccacctggc gggtgtccag gatgctcagg ctgtagcccc catcgctgaa cagctttata 660 
aagacttcag ccacccctgc acctggcagg tgttggatgg ggctgaggac accctgaggg 72 0 
agtgccgcac acggggtctg agactggcag tgatctccaa ctttgaccga cggctagagg 780 
gcatcctggg gggccttggc ctgcgtgaac acttcgactt tgtgctgacc tccgaggctg 840 
ctggctggcc caagccggac ccccgcattt tccaggaggc cttgcggctt gctcatatgg 9 00 
aaccagtagt ggcagcccat gttggggata attacctctg cgattaccag gggcctcggg 9 60 
ctgtgggcat gcacagcttc ctggtggttg gcccacaggc actggacccc gtggtcaggg 1020 
attctgtacc taaagaacac atcctcccct ctctggccca tctcctgcct gcccttgact 1080 
gcctagaggg ctcaactcca gggctttgag gccagtgagg gaagtggctg ggccctaggc 1140 
catggagaaa accttaaaca aaccctggag acagggagcc ccttctttct ccacagctct 1200 
ggacctttcc ccctctccct gcggcctttg tcacctactg tgataataaa gcagtgagtg 1260 
ctgagctctc acccttcccc cactaaaaaa aaaa 1294 



<210> 4 
<211> 944 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 2267905CB1 



<400> 4 

cccacgcgtc 

cgccggggcg 

ctcagcttat 

tatcagtcgg 

aaaccgcatc 

tcagaaaatg 

gttcagggtc 

ggcggggacc 

gagcatagca 
atacgaggaa 
cataggcctc 
ccaggccgga 



cggttccgtt 
gcggcggctc 
ggaagaagaa 
gcagctgtgg 
tatgccgggc 
tgggatcaag 
cggccaacag 
gccttgctcg 
catcactaca 
cttcttcagc 
gaccatgatg 
tgcagagtgg 



caacgaagtg 
cccgcctttg 
ccagtgtcag 
atcgaataat 
agatggctgt 
aaaaggacca 
ttctgatgcc 
ggaaggaagg 
acaaccagat 
tgataaagaa 
cagaattggc 
cgatatattt 



gttgcttttt 
gcggctgcgc 
atttcgcagt 
ccgggtggat 
cctgggtcgg 
tttgaaaaag 
cttgtggaac 
tgccatggcc 
caggacgctg 
atttcgggat 
tccagcctat 
atcagaaaga 



ttagttccgg 
ccaggggccc 
tcaggaatga 
catgcaggcg 
accagcgtcg 
ttcaatgagt 
gtgctggggt 
tgcaccgtgg 
atggaggagg 
gaagagcttg 
gccgtcctga 
ttataaagtg 



caatgagttg 
ggcggtccct 
ctttagacaa 
aatatggagc 
ggccagtcat 
tgatggttat 
ttgcactggg 
cggtggaaga 
accctgaaaa 
agcaccatga 
agagcattat 
tgtccagttt 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 
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tgcctgtcta taaaagatga tagtaattta ccaagtgaca tttgcagaga aacaggtgta 7 80 
cagttatcgt tgtacttttg tacaatgtga attttgttaa taaattataa ggtttgtttt 840 
ttttttttta aactctgcag tgttgatttt tctctgggtt gttttttctg ccatgagacc 900 
aacaggtcac cagccttgtt caagttacag caaacgaagc tggg 944 



<210> 5 

<211> 260 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc__f eature 

<223> GenBank ID No: g!561732 



<400> 5 

Met Arg Ser Leu Ser Arg Phe Arg Leu lie Thr Phe Asp Val Thr 
15 10 15 

Asn Thr Leu Leu Gin Phe Arg Thr Thr Pro Gly Lys Gin Tyr Gly 
20 25 30 

Glu lie Gly Ala Leu Phe Gly Ala Arg Cys Asp Asn Asn Glu Leu 
35 40 45 

Ala Lys Asn Phe Lys Ala Asn Trp Tyr Lys Met Asn Arg Asp Tyr 
50 55 60 

Pro Asn Phe Gly Arg Asp Thr Asn Pro Gin Met Glu Trp Gin Gin 
65 70 75 

Trp Trp Arg Lys Leu lie Ala Gly Thr Phe Ala Glu Ser Gly Ala 
80 85 90 

Ala lie Pro Asp Glu Lys Leu His Asn Phe Ser Asn His Leu lie 
95 100 105 

Glu Leu Tyr Lys Thr Ser lie Cys Trp Gin Pro Cys Asn Gly Ser 
110 115 120 

Val Glu Leu Leu Gin Gin Leu Arg Lys Glu Leu Lys Pro Glu Lys 
125 130 135 

Cys Lys Leu Gly Val lie Ala Asn Phe Asp Pro Arg Leu Pro Thr 
140 145 150 

Leu Leu Gin Asn Thr Lys Leu Asp Gin Tyr Leu Asp Phe Ala lie 
155 160 165 

Asn Ser Tyr Glu Val Gin Ala Glu Lys Pro Asp Pro Gin lie Phe 
170 175 180 

Gin Lys Ala Met Glu Lys Ser Gly Leu Lys Asn Leu Lys Pro Glu 
185 190 195 

Glu Cys Leu His lie Gly Asp Gly Pro Thr Thr Asp Tyr Leu Ala 
200 205 210 

Ala Lys Glu Leu Gly Trp His Ser Ala Leu Val His Glu Lys Ser 
- 215 220 225 

Tyr Ala Tyr Leu Val Lys Lys Tyr Gly Glu Asp lie Asp Arg Asp 
230 235 240 

His Val Phe Pro Ser Leu Tyr Asp Phe His Lys Lys lie Ser Asp 
245 250 255 

Gly Ala Val Val Trp 
260 



<210> 6 
<211> 217 
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PF-0659 USN 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> GenBank ID No: g3415017 

<400> 6 

Met Ser Ala Ala Gly Ala lie Ala Ala Ala Ser Val Gly Arg Leu 
15 10 15 

Arg Thr Gly Val Arg Arg Pro Phe Ser Glu Tyr Gly Arg Gly Leu 
20 25 30 

lie lie Arg Cys His Ser Ser Gly Met Thr Leu Asp Asn lie Asn 
35 40 45 

Arg Ala Ala Val Asp Arg lie lie Arg Val Asp His Ala Gly Glu 
50 55 60 

Tyr Gly Ala Asn Arg lie Tyr Ala Gly Gin Met Ala Val Leu Gly 
65 70 75 

Arg Thr Ser Val Gly Pro Val lie Gin Lys Met Trp Asp Gin Glu 
80 85 90 

Lys Asn His Leu Lys Lys Phe Asn Glu Leu Met lie Ala Phe Arg 
95 100 105 

Val Arg Pro Thr Val Leu Met Pro Leu Trp Asn Val Ala Gly Phe 
110 115 120 

Ala Leu Gly Ala Gly Thr Ala Leu Leu Gly Lys Glu Gly Ala Met 
125 130 135 

Ala Cys Thr Val Ala Val Glu Glu Ser lie Ala Asn His Tyr Asn 
140 145 150 

Asn Gin lie Arg Met Leu Met Glu Glu Asp Pro Glu Lys Tyr Glu 
155 160 165 

Glu Leu Leu Gin Val lie Lys Gin Phe Arg Asp Glu Glu Leu Glu 
170 175 180 

His His Asp Thr Gly Leu Asp His Asp Ala Glu Leu Ala Pro Ala 
185 190 195 

Tyr Ala Leu Leu Lys Arg lie lie Gin Ala Gly Cys Ser Ala Ala 
200 205 210 

lie Tyr Leu Ser Glu Arg Phe 
215 
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